UniprotKB Entry name |organism full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extlfacellular
ID sites sites reticulum apparatus membrane region
Q80ZD3 S2611_MOUSE Mus Sodium- 36.83566 NaN NaN 40885482 MAPDTCCCSATALRRRLPVLAWVPD |False True 0.843 [2.552  [0.653 4.225 4.0 5.0 1.035
musculus [independent YSLQWLRLDFIAGLSVGLTVIPQALA
sulfate 'YAEVAGLPPQYGLYSAFMGCFVYFF
anion LGTSRDVTLGPTAIMSLLVSFYTFRE
transporter PAYAVLLAFLSGCIQLAMGLLHLGFL

LDFISCPVIKGFTSAASITIGFGQIKN
LLGLQKIPRQFFLQVYHTFLHIGETR
VGDAVLGLASMLLLLVLKCMREHM
PPPHPEMPLAVKFSRGLVWTVTTAR
NALVVSSAALIAYAFEVTGSHPFVLT
GKIAEGLPPVRIPPFSVTRDNKTISFS
EMVQDMGAGLAVVPLMGLLESIAVA
KSFASQNNYRIDANQELLAIGLTNVL
GSLVSSYPVTGSFGRTAVNAQTGVC
TPAGGLVTGALVLLSLNYLTSLFSYIP
KSALAAVIITAVTPLFDVKIFRSLWRV
QRLDLLPLCVTFLLSFWEIQYGILAG
SLVSLLILLHSVARPKTQVSEGQIFVL
QPASGLYFPAIDALREAITNRALEAS
PPRSAVLECTHISSVDYTVIVGLGELL
EDFQKKGVALAFVGLQVPVLRTLLA
ADLKGFRYFTTLEEAEKFLQQEPGT
EPNSIHEDAVPEQRSSLLKSPSGP




