UniprotKB Entry name organism full oglcnacscore oglcnac ‘p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane [region
Q810A1 ZNF18 MOUSE |Mus Zinc 25.875327 S537 NaN 30059200  MPVDLGQALGPLPFLAKAEDATFSA |None None None |None None None None None None
musculus [finger SDATQQRELANPETARQLFRQFRYQ
protein IVLSGPQETLRQLRKLCFQWLRPEVH
18 TKEQILELLMLEQFLTILPGEIQMWV

RKQCPGSGQEAVTLVESLKGEPQKL
WHWISTQVLGQEIPFEKENLTHCPG
DKLEPALEVEPSLEVAPQDLPLQNSS
SATGELLSHGVKEESDMEPELALAA
SQLPARPEERPVRDQELGTAVLPPL
QEEQWRHLDSTQKEQYWDLMLETY
GKMVSGVAGISNSKPDLTNLAEYGE
ELVGLHLHGAEKMARLPCKEDRQE
NDKENLNLENHRDQGCLDVFCQAS
GEAPPQTALSDFFGESEPHRFGGDS
VPEALENHQGEGTGAHLFPYERGSG
KQPGQHIQSSSLGELTALWLEEKRE
IASQKGQARSPMAQKLPTCRECGKTF
YRNSQLVFHQRTHTGETYFHCHICK
KAFLRSSDFVKHQRTHTGEKPCKCD
YCGKGFSDFSGLRHHEKIHTGEKPY
KCPLCEKSFIQRSNFNRHQRVHTGE
KPYKCTHCGKQFSWSSSLDKHQRS
HLGKMPCP




