UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q810C0O SLIK2 MOUSE |Mus SLIT [24.474581 NaN T757 33300544 MLSGVWFLSVLTVAGILQTESRKTA |None None None |None None None None None None
musculus [and KDICKIRCLCEEKENVLNINCENKGF
NTRK- TTVSLLQPPQYRIYQLFLNGNLLTRL
like IYPNEFVNYSNAVTLHLGNNGLQEIR
protein PGAFSGLKTLKRLHLNNNKLEVLRE

DTFLGLESLEYLQADYNYISTIEAGA
FSKLNKLKVLILNDNLLLSLPSNVFR
FVLLTHLDLRGNRLKVMPFAGVLEH
IGGIMEIQLEENPWNCTCDLLPLKA
WLDTITVFVGEIVCETPFRLHGKDVT
QLTRQDLCPRKSASGDSSQRSSHSD
THVQRLTPTTNPALNPTRAPKASRPP
KMRNRPTPRVTVSKDRQSFGPIMVY
QTKSPVALTCPSSCVCTSQSSDNGL
NVNCQERKFTNISDLQPKPTSPKKL
'YLTGNYLQTVYKNDLLEYSSLDLLHL
GNNRIAVIQEGAFTNLTSLRRLYLNG
NYLEVLYPSMFDGLQSLQYLYLEYN
VIKEIKPLTFDALINLQLLFLNNNLL
RSLPDNIFGGTALTRLNLRNNHFSH
LPVKGVLDQLPAFIQIDLQENPWDC
TCDIMGLKDWTEHANSPVIINEVTC
ESPAKHAGEILKFLGREAICPENPNL
SDGTILSMNHNTDTPRSLSVSPSSYP
ELHTEVPLSVLILGLLVVFILSVCFGA
GLFVFVLKRRKGVPNVPRNATNLDV
SSFQLQYGSYNTETNDKADGHVYNY
[PPPVGQMCQNPIYMQKEGDPVAYY
RNLQDFSYGNLEEKKEEPATLAYTIS
IATELLEKQATPREPELLYQNIAERVK
ELPSAGLVHYNFCTLPKRQFAPSYES
RRQNQDRINKTVLYGTPRKCFVGQS
KPDHPLLQAKPQSEPDYLEVLEKQT
IAISQL




