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name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q810W7 MAST1_RAT Rattus
norvegicus

Microtubule-
associated
serine/threonine-
protein	kinase	1

23.439218 NaN S90;S139;S167;S346;T351;S689;S8
95;S954;S1414

38843836 MSDSLWTALSNFSMPSFPGGSMFR
RTKSCRTSNRKSLILTSTSPTLPRPH
SPLPGHLGSSPLDSPRNFSPNTPAH
FSFASSRRADGRRWSLASLPSSGYG
TNTPSSTVSSSCSSQERLHQLPYQPT
VDELHFLSKHFGSTESITDEDGGRR
SPAVRPRSRSLSPGRSPSSYDNEIVM
MNHVYKERFPKATAQMEEKLRDFA
RAYEPDSVLPLADGVLSFIHHQIIELA
RDCLTKSRDGLITTVYFYELQENLEK
LLQDAYERSESLEVAFVTQLVKKLLII
ISRPARLLECLEFNPEEFYHLLEAAE
GHAKEGHLVKTDIPRYIIRQLGLTRD
PFPDVVRLEEQDSGGSNTPEQDDTS
EGRSSTSKAKKPPGESDFDTIKLISN
GAYGAVYLVRHRDTRQRFAMKKINK
QNLILRNQIQQAFVERDILTFAENPF
VVGMFCSFETRRHLCMVMEYVEGG
DCATLLKNIGALPVEMARMYFAETV
LALEYLHNYGIVHRDLKPDNLLITSM
GHIKLTDFGLSKMGLMSLTTNLYEG
HIEKDAREFLDKQVCGTPEYIAPEVI
LRQGYGKPVDWWAMGIILYEFLVGC
VPFFGDTPEELFGQVISDDILWPEGD
EALPTDAQLLISSLLQTNPLVRLGAG
GAFEVKQHSFFRDLDWTGLLRQKA
EFIPHLESEDDTSYFDTRSDRYHHV
NSYDEDDTTEEEPVEIRQFSSCSPRF
SKVYSSMEQLSQHEPKTPVSASGAS
KRDPNAKGPEEKVAGKREGLGGLTL
REKTWRGGSPEIKRFSASEASFLEG
EASPPLGARRRFSALLEPSRFTAPQE
DEDEARLRRPPRPSSDPPSSLDTRVP
KEAAQGEGTSTPGEPEATERSHPGD
FCPPSKDGDPSGPRATNDLVLRRAR
HQQLSGDLSVEKRPSRTGGKVIKSA
SATALSVMIPAVDPHGGSPLASPMS
PRSLSSNPSSRDSSPSRDYSPAVSGL
RSPITIQRSGKKYGFTLRAIRVYMGD
SDVYSVHHIVWHVEEGGPAQEAGLC
AGDLITHVNGEPVHGMVHPEVVELI
LKSGNKVAVTTTPFENTSIRIGPARR
SSYKAKMARRNKRPSAKDGQESKK
RSSLFRKITKQSNLLHTSRSLSSLNR
SLSSSDSLPGSPTHGLPARSPTHSYR
STPDSAYLGASSQSSSPASSTPNSPA
SSASHHIRPSTLHGLSPKLHRQYRSA
RCKSAGNIPLSPLAHTPSPTQASPPP
LPGHTVGSSHTTQSFPAKLHSSPPIV
RPRPKSAEPPRSPLLKRVQSAEKLGA
SLGADKKGALRKHSLEVGHPDFRKD
FHGELALHSLAESDGETPPIEGPGAT
RQVAMRRLGRQESPLSLGADPLLPD
GVQRPMASGKEDSAGGTEACTPPRA
TTPGSRTLERDLGCTRHQSVQTEDG
PGGVARALAKAALSPVQEHETGRRS
SSGEAGTPPVPIVVEPARPGVKTQTP
QPLGTDSKGLKEPVAQIPLVPDAPRV
RERWVLEEVEERTTLSGPRSKPASP
KLSPDPQTPTVAPTKNVPRSAAPPVP
PASLMVPGTKPEAGSNSRCPAEGVA
SAGLTKTGAPSPASLGP

True False 2.795 5.0 0.656 False False 3.448 0.687


