UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl"acellular

1D name sites sites reticulum apparatus membrane region

Q811G0 PTHB1_MOUSE Mus Protein (25.019509 S438 NaN 34418053 MSLFKARDWWSTVLGEKEEFDQGC [None None None |None None None None None None
musculus ([PTHB1 LCLADVDNSGNGHDKIIVGSFMGYL

RIFSPHSVKAGGGPQAEDLLLEVHL
RDPVLQVEVGKFVSGTEMLHLAVLH
SRKLCVYSVSGTLGNVEHGNQYQIK
LMYEHHLQRTACNMTYGPFGGVKG
RDLICIQSLDGMLMVFEQESYAFGR
FLPGFLLPGPLAYSPRTDSFITVSSCR
QVESYKYQVLAFATDADKKQEMEQ
QKLGSGKRLVVDWTLNIGEQALDICI
FPLNQSASSVFVLGERNFFCLKDNG
QIRFMKKLGYNPSCFLPYCSVSEGTI
NTLIGNHNHMLHIYQDVTLKWATQ
LPHVPVAVRVGCFHDLKGVIVTLSD
DGHLQCSYLGTDPSLFQAPKVESRE
LNYDELDVELKELQKIIKDVKLQGV
WPLTEQEDDLKVSASVSSTLDSVSQ
ATNVEPGADSVPSITVKITLQNRVVL
QKVKLSIYVQPPLQLTCDQFTFDFTV
PDMTSSVAFSVYLKRNYTPSELEGN
AVVSYSRPTDRNPDGIPRVVQCKFRL
PLKLICLPGQPSKTASHKLTIDTNKS
PVSLLGLFPDFANPSDDDQVNVMGF
RLLGGARVTLLASRTSQRYRIQSEQF
EDLWLITNELILRLQEHFEKQGTKD
FSCSFSGCVPLQEYFELIDHHFELRI
NGKKLEELLSERAVQFRAIQRRLLTR
FRDKTPAPLQHLDTLLDGTYKQVIAL
ADAIEENQDRLLQSFSGLKSATHLLI
LLIRLWQRLSADQTAILEAAFLPLQE
DTQELGWEETVDAAIAYLLKTCLSKS
SKEQALNLSSQLNIPKDTSRLKKHIT
LLCDRLAKGGRLCVSTDAAAPQAMV
VPGGCTPIPESDLEERSLDDSTELFT
NHKHLMTEPPMPEVSARQGVLE




