UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q812B2 GPHB5_MOUSE Mus Glycoprotein |36.83566 NaN NaN 40885482 MKLVYLVLGAVALLLLGGPDSVLSSS [False False 0.873 [1.082 |0.717 0.539 False 0.578 4.374
musculus [hormone SGNLHTFVGCAVREFTFMAKKPGCR
beta-5 GLRITTDACWGRCETWEKPILEPPYI

EAYHRVCTYNETRQVTVKLPNCAPG
IVDPFYTYPMAVRCDCGACSTATTEC
ETI




