UniprotKB Entry name organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.acelll
ID sites sites reticulum |apparatus membrane [region
Q86SR1 GLT10_HUMAN [Homo Polypeptide N- 17.826004 NaN NaN 38665916 MRRKEKRLLQAVALVLAALVLLPNV |False True 0.858 ([1.269 [0.951 1.571 4.655 1.357 1.919

sapiens

acetylgalactosaminyltransferase
10

GLWALYRERQPDGTPGGSGAAVAPA
IAGQGSHSRQKKTFFLGDGQKLKDW
HDKEAIRRDAQRVGNGEQGRPYPM
TDAERVDQAYRENGFNIYVSDKISLN
RSLPDIRHPNCNSKRYLETLPNTSIII
PFHNEGWSSLLRTVHSVLNRSPPEL
VAEIVLVDDFSDREHLKKPLEDYMA
LFPSVRILRTKKREGLIRTRMLGASV
IATGDVITFLDSHCEANVNWLPPLLD
RIARNRKTIVCPMIDVIDHDDFRYET
QAGDAMRGAFDWEMYYKRIPIPPEL
QKADPSDPFESPVMAGGLFAVDRK
WEFWELGGYDPGLEIWGGEQYEISFK
IVWMCGGRMEDIPCSRVGHIYRKYVP
[YKVPAGVSLARNLKRVAEVWMDEY
IAEYTYQRRPEYRHLSAGDVAVQKKLR
SSLNCKSFKWFMTKIAWDLPKFYPP
VEPPAAAWGEIRNVGTGLCADTKHG
IALGSPLRLEGCVRGRGEAAWNNMOQ
IVFTFTWREDIRPGDPQHTKKFCFDA
ISHTSPVTLYDCHSMKGNQLWKYRK
DKTLYHPVSGSCMDCSESDHRIFM
NTCNPSSLTQQWLFEHTNSTVLEKF
NRN




