UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus | membrane [region
Q86SU0 ILDR1_HUMAN Homo Immunoglobulin- [23.686208 S341;S342|S499;S501 35254053 [MAWPKLPAPWLLLCTWLPAGCLSLL [None None None |None None None None None None
sapiens [like domain- IVTVQHTERYVTLFASIILKCDYTTSAQ
containing LQDVVVTWRFKSFCKDPIFDYYSASY
receptor 1 QAALSLGQDPSNDCNDNQREVRIVA

QRRGQNEPVLGVDYRQRKITIQNRA
DLVINEVMWWDHGVYYCTIEAPGDT
SGDPDKEVKLIVLHWLTVIFIILGALL
LLLLIGVCWCQCCPQYCCCYIRCPCC
PAHCCCPEEALARHRYMKQAQALG
PQMMGKPLYWGADRSSQVSSYPMH
PLLQRDLSLPSSLPQMPMTQTTNQP
PIANGVLEYLEKELRNLNLAQPLPPD
LKGRFGHPCSMLSSLGSEVVERRIIH
LPPLIRDLSSSRRTSDSLHQQWLTPI
PSRPWDLREGRSHHHYPDFHQELQ
DRGPKSWALERRELDPSWSGRHRS
SRLNGSPIHWSDRDSLSDVPSSSEA
RWRPSHPPFRSRCQERPRRPSPRES
TQRHGRRRRHRSYSPPLPSGLSSWS
SEEDKERQPQSWRAHRRGSHSPHW
PEEKPPSYRSLDITPGKNSRKKGSVE
RRSEKDSSHSGRSVVI




