TQAGRLMRPSVKYLSHPRVQSGCDK
EALLTGGGSENRNHRLLNMARNNN
DPGRLTEALCLEVRPTYFEMKNEKL
LSKASEPKYQLFVPQLVTGRCATRAF
HRKSHSLDLNISEKLTLLPTLYEIHS
KTTAYSRLNETQPIDLSGLPLQSSKN
SYSFQNPSSFDPSMLLQRFSVAPHE
TQTQRGGEFQCGLEAASVYSDHTNT
NNLTFLMDLPSAGRSMPEASDQEE
HLSPLDFLHSANFSLGSINQRLNKR
ERSKLKNLRRKQRRRERWLQKQGK
YSGVGLLDHMTLNNEMSTDEDNEY
IAEEKDSYICAVCLDVYFNPYMCYPC
HHIFCEPCLRTLAKDNPSSTPCPLCR
TIISRVFFQTELNNATKTFFTKEYLKI
KQSFQKSNSAKWPLPSCRKAFHLFG
GFRRHAAPVTRRQFPHGAHRMDYL
HFEDDSRGWWFDMDMVIIYIYSVN

WVIGFIVFCFLCYFFFPF

}11;1 iprotKB Entry name organism full loglcnacscore O.glcnac ‘p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion em.mplasmlc golgi plasma eth:acellular
name sites sites reticulum |apparatus membrane region
Q86T96 RN180 HUMAN [Homo E3 18.379595 NaN S230 30379171 MKRSKELITKNHSQEETSILRCWKC [None None None |None None None None None None
sapiens  [ubiquitin- RKCIASSGCFMEYLENQVIKDKDDS
protein IVDAQNICHVWHMNVEALPEWISCLI
ligase QKAQWTVGKLNCPFCGARLGGFNF
RNF180 IVSTPKCSCGQLAAVHLSKSRTDYQP




