UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q86TM3 DDX53_HUMAN [Homo Probable [19.994096 NaN NaN 37217939 MSHWAPEWKRAEANPRDLGASWD (True False 4.674 |4.817 [2.431 2.246 1.59 2.669 2.789
sapiens  |ATP- VRGSRGSGWSGPFGHQGPRAAGSR

dependent EPPLCFKIKNNMVGVVIGYSGSKIKD

RNA LQHSTNTKIQIINGESEAKVRIFGNR

helicase EMKAKAKAAIETLIRKQESYNSESSV

DDX53 DNAASQTPIGRNLGRNDIVGEAEPL

SNWDRIRAAVVECEKRKWADLPPVK
KNFYIESKATSCMSEMQVINWRKE
NFNITCDDLKSGEKRLIPKPTCRFKD
IAFQQYPDLLKSIIRVGIVKPTPIQSQA
WPIILQGIDLIVVAQTGTGKTLSYLMP
GFIHLDSQPISREQRNGPGMLVLTP
TRELALHVEAECSKYSYKGLKSICIY
GGRNRNGQIEDISKGVDIITATPGRL
NDLQMNNSVNLRSITYLVIDEADKM
LDMEFEPQIRKILLDVRPDRQTVMT
SATWPDTVRQLALSYLKDPMIVYVG
NLNLVAVNTVKQNIIVITEKEKRALT
QEFVENMSPNDKVIMFVSQKHIAD
DLSSDFNIQGISAESLHGNSEQSDQ
ERAVEDFKSGNIKILITTDIVSRGLDL
NDVTHVYNYDFPRNIDVYVHRVGYI
GRTGKTGTSVTLITQRDSKMAGELIK
ILDRANQSVPEDLVVMAEQYKLNQQ
KRHRETRSRKPGQRRKEFYFLS




