UniprotKB

Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus [membrane region
Q86TP1 PRUN1_HUMAN Homo Exopolyphosphatase [21.731224 NaN S399;T410;S414 |23301498 MEDYLQGCRAALQESRPLHVVLGN ([True False 4.66 5.0 1.443 0.924 0.737 1.231 1.218

sapiens

PRUNE1

EACDLDSTVSALALAFYLAKTTEAEE
'VFVPVLNIKRSELPLRGDIVFFLQKV
HIPESILIFRDEIDLHALYQAGQLTLI
LVDHHILSKSDTALEEAVAEVLDHR
PIEPKHCPPCHVSVELVGSCATLVTE
RILQGAPEILDRQTAALLHGTIILDCV
NMDLKIGKATPKDSKYVEKLEALFP
DLPKRNDIFDSLQKAKFDVSGLTTE
QMLRKDQKTIYRQGVKVAISAIYMDL
EAFLQRSNLLADLHAFCQAHSYDVL
VAMTIFFNTHNEPVRQLAIFCPHVA
LQTTICEVLERSHSPPLKLTPASSTH
PNLHAYLQGNTQVSRKKLLPLLQEA
LSAYFDSMKIPSGQPETADVSREQV
DKELDRASNSLISGLSQDEEDPPLPP
TPMNSLVDECPLDQGLPKLSAEAVF
EKCSQISLSQSTTASLSKK




