}Jl;l iprotKB Entry name  |organism full oglcnacscore [oglcnac sites prosphorylation i,y yyg sequence intracellular [extracellular [cytosol [nucleus mitochndrion | . ic 9019
name sites reticulum |app:
Q86UP3 ZFHX4 HUMAN [Homo Zinc 34.579147 T938;T1328;S1809;S1975;S2712|S2663 30620550;31492838;37340703;293 METCDSPPISRQENGQSTSKLCGTT |None None None |[None None None Non«
sapiens |finger 51928 QLDNEVPEKVAGMEPDRENSSTDD
homeobox NLKTDERKSEALLGFSVENAAATQV
protein 4 TSAKEIPCNECATSFPSLQKYMEHH

CPNARLPVLKDDNESEISELEDSDV
ENLTGEIVYQPDGSAYIIEDSKESGQ
NAQTGANSKLFSTAMFLDSLASAGE
KSDQSASAPMSFYPQIINTFHIASSL
GKPFTADQAFPNTSALAGVGPVLHS
FRVYDLRHKREKDYLTSDGSAKNSC
VSKDVPNNVDLSKFDGCVSDGKRKP
VLMCFLCKLSFGYIRSFVTHAVHDH
RMTLNDEEQKLLSNKCVSAIIQGIGK
DKEPLISFLEPKKSTSVYPHFSTTNLI
GPDPTFRGLWSAFHVENGDSLPAGF
IAFLKGSASTSSSAEQPLGITQMPKAE
VNLGGLSSLVVNTPITSVSLSHSSSE
SSKMSESKDQENNCERPKESNVLH
PNGECPVKSEPTEPGDEDEEDAYSN
ELDDEEVLGELTDSIGNKDFPLLNQ
SISPLSSSVLKFIEKGTSSSSATVSDD
TEKKKQTAAVRASGSVASNYGISGK
DFADASASKDSATAAHPSEIARGDE
DSSATPHQHGFTPSTPGTPGPGGDG
SPGSGIECPKCDTVLGSSRSLGGHM
TMMHSRNSCKTLKCPKCNWHYKY
QQTLEAHMKEKHPEPGGSCVYCKT
GQPHPRLARGESYTCGYKPFRCEVC
NYSTTTKGNLSIHMQSDKHLNNVQ
NLQNGNGEQVFGHSAPAPNTSLSG
CGTPSPSKPKQKPTWRCEVCDYETN
VARNLRIHMTSEKHMHNMMLLQQ
NMKQIQHNLHLGLAPAEAELYQYYL
IAQNIGLTGMKLENPADPQLMINPFQ
LDPATAAALAPGLGELSPYISDPALK
LLFQCAVCNKFTSDSLEALSVHVSSE
RSLPEEEWRAVIGDIYQCKLCNYNT
QLKANFQLHCKTDKHMQKYQLVAH
IKEGGKSNEWRLKCIAIGNPVHLKC
NACDYYTNSVDKLRLHTTNHRHEA
IALKLYKHLQKQEGAVNPESCYYYCA
VCDYTTKVKLNLVQHVRSVKHQQTE
GLRKLQLHQQGLAPEEDNLSEIFFV
KDCPPNELETASLGARTCDDDLTEQ
HEEAEGAIKPTAVAEDDEKDTSERD
NSEGKNSNKDSVSVAGGTQPLLLAK
EEDVATKRSKPTEDNKFCHEQFYQC
PYCNYNSRDQSRIQMHVLSQHSVQ
PVICCPLCQDVLSNKMHLQLHLTHL
HSVSPDCVEKLLMTVPVPDVMMPN
SMLLPAAASEKSERDTPAAVTAEGS
GKYSGESPMDDKSMAGLEDSKANV
EVKNEEQKPTKEPLEVSEWNKNSS
KDVKIPDTLQDQLNEQQKRQPLSVS
DRHVYKYRCNHCSLAFKTMQKLQI
HSQYHAIRAATMCNLCQRSFRTFQA
LKKHLEAGHPELSEAELQQLYASLP
VNGELWAESETMSQDDHGLEQEM
EREYEVDHEGKASPVGSDSSSIPDD
MGSEPKRTLPFRKGPNFTMEKFLDP
SRPYKCTVCKESFTQKNILLVHYNSV
SHLHKLKKVLQEASSPVPQETNSNT
DNKPYKCSICNVAYSQSSTLETHMR
SVLHQTKARAAKLEPSGHVAGGHSI
IAANVNSPGQGMLDSMSLAAVNSKD
THLDAKELNKKQTPDLISAQPAHHP
PQSPAQIQMQLQHELQQQAAFFQP
QFLNPAFLPHFPMTPEALLQFQQPQ
FLFPFYIPGTEFSLGPDLGLPGSATF
GMPGMTGMAGSLLEDLKQQIQTQH
HVGQTQLQILQQQAQQYQATQPQLQ
PQKQQQQPPPPQQQQQQQASKLLK
QEQSNIVSADCQIMKDVPSYKEAEDI
SEKPEKPKQEFISEGEGLKEGKDTK
KQKSLEPSIPPPRIASGARGNAAKAL
LENFGFELVIQYNENRQKVQKKGKS
GEGENTDKLECGTCGKLFSNVLILK
SHQEHVHGQFFPYAALEKFARQYRE
IAYDKLYPISPSSPETPPPPPPPPPLPP
IAPPQPSSMGPVKIPNTVSTPLQAPPP




TPPPPPPPPPPPPPPPPPPPPSAPPQV
QLPVSLDLPLFPSIMMQPVQHPALP
PQLALQLPQMDALSADLTQLCQQQL
GLDPNFLRHSQFKRPRTRITDDQLKI
LRAYFDINNSPSEEQIQEMAEKSGL
SQKVIKHWFRNTLFKERQRNKDSPY
NFSNPPITVLEDIRIDPQPTSLEHYKS
DASFSKRSSRTRFTDYQLRVLQDFF
DTNAYPKDDEIEQLSTVLNLPTRVIV
VWFQNARQKARKSYENQAETKDNE
KRELTNERYIRTSNMQYQCKKCNVV
FPRIFDLITHQKKQCYKDEDDDAQD
ESQTEDSMDATDQVVYKHCTVSGQ
TDAAKNAAAPAASSGSGTSTPLIPSP
KPEPEKTSPKPEYPAEKPKQSDPSPP
SQGTKPALPLASTSSDPPQASTAQPQ
PQPQPPKQPQLIGRPPSASQTPVPSS
PLQISMTSLQNSLPPQLLQYQCDQC
TVAFPTLELWQEHQHMHFLAAQNQ
FLHSPFLERPMDMPYMIFDPNNPL
MTGQLLGSSLTQMPPQASSSHTTAP
TTVAASLKRKLDDKEDNNCSEKEGG
NSGEDQHRDKRLRTTITPEQLEILYE
KYLLDSNPTRKMLDHIAREVGLKKR
'VVQVWFQNTRARERKGQFRAVGPA
QSHKRCPFCRALFKAKSALESHIRS
RHWNEGKQAGYSLPPSPLISTEDGG
ESPQKYIYFDYPSLPLTKIDLSSENEL
IASTVSTPVSKTAELSPKNLLSPSSFK
IAECSEDVENLNAPPAEAGYDQNKTD
FDETSSINTAISDATTGDEGNTEMES
TTGSSGDVKPALSPKEPKTLDTLPKP
ATTPTTEVCDDKFLFSLTSPSTHFND
KDGDHDQSFYITDDPDDNADRSETS
SIADPSSPNPFGSSNPFKSKSNDRPG
HKRFRTQMSNLQLKVLKACFSDYRT
PTMQECEMLGNEIGLPKRVVQVWF
QNARAKEKKFKINIGKPFMINQGGT
EGTKPECTLCGVKYSARLSIRDHIFS
KQHISKVRETVGSQLDREKDYLAPTT
VRQLMAQQELDRIKKASDVLGLTVQ
QPGMMDSSSLHGISLPTAYPGLPGL
PPVLLPGMNGPSSLPGFPQNSNISA
GMLGFPTSATSSPALSLSSAPTKPLL
QTPPPPPPPPPPPPSSSLSGQQTEQQ
NKESEKKQTKPNKVKKIKEEELEAT
KPEKHPKKEEKISSALSVLGKVVGET
HVDPIQLQALQNAIAGDPASFIGGQF
LPYFIPGFASYFTPQLPGTVQGGYFP
PVCGMESLFPYGPTMPQTLAGLSPG
ALLQQYQQYQQNLQESLQKQQKQQ
QEQQQKPVQAKTSKVESDQPQNSN
DASETKEDKSTATESTKEEPQLESKS
IADFSDTYVVPFVKYEFICRKCQMMF
TDEDAAVNHQKSFCYFGQPLIDPQE
TVLRVPVSKYQCLACDVAISGNEALS
QHLQSSLHKEKTIKQAMRNAKEHV
RLLPHSVCSPNPNTTSTSQSAASSN
NTYPHLSCFSMKSWPNILFQASARR
IAASPPSSPPSLSLPSTVTSSLCSTSGV
QTSLPTESCSDESDSELSQKLEDLD
NSLEVKAKPASGLDGNFNSIRMDM
FSV




