}J];l iprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em%oplasmlc golgi E extl:acellular
sites sites reticulum apparatus membrane [region
Q86VH5 LRRT3 HUMAN Homo Leucine-rich 26.21016 T21 NaN 29351928 MGFNVIRLLSGSAVALVIAPTVLLTM |None None None |None None None None None None
sapiens repeat LSSAERGCPKGCRCEGKMVYCESQK
transmembrane LQEIPSSISAGCLGLSLRYNSLQKLK
neuronal YNQFKGLNQLTWLYLDHNHISNIDE
protein 3 NAFNGIRRLKELILSSNRISYFLNNT

FRPVTNLRNLDLSYNQLHSLGSEQF
RGLRKLLSLHLRSNSLRTIPVRIFQD
CRNLELLDLGYNRIRSLARNVFAGM
IRLKELHLEHNQFSKLNLALFPRLVS
LOQNLYLQWNKISVIGQTMSWTWSS
LQRLDLSGNEIEAFSGPSVFQCVPN
LQRLNLDSNKLTFIGQEILDSWISLN
DISLAGNIWECSRNICSLVNWLKSF
KGLRENTIICASPKELQGVNVIDAVK
NYSICGKSTTERFDLARALPKPTFKP
KLPRPKHESKPPLPPTVGATEPGPET
DADAEHISFHKIIAGSVALFLSVLVIL
LVIYVSWKRYPASMKQLQQRSLMRR
HRKKKRQSLKQMTPSTQEFYVDYKP
TNTETSEMLLNGTGPCTYNKSGSRE
CEIPLSMNVSTFLAYDQPTISYCGVH
HELLSHKSFETNAQEDTMETHLETE
LDLSTITTAGRISDHKQQLA




