}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.loplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
Q86VP6 CAND1_HUMAN Homo Cullin- 17.925547 S447 S$335;S558 30397120;23301498;33214551;164 |[MASASYHISNLLEKMTSSDKDFRFM [True False 4.581 |5.0 1.453 1.379 4.23 1.413 4.2,
sapiens [associated 08927;40596516;38665916;347257 |[ATNDLMTELQKDSIKLDDDSERKVV
NEDD8- 12;32119511;40914422;35008409;3 KMILKLLEDKNGEVQNLAVKCLGPL
dissociated 5083852;34019948;35138101;2851 [VSKVKEYQVETIVDTLCTNMLSDKE
protein 1 0447;33465208 QLRDISSIGLKTVIGELPPASSGSALA

ANVCKKITGRLTSAIAKQEDVSVQLE
ALDIMADMLSRQGGLLVNFHPSILT
CLLPQLTSPRLAVRKRTIIALGHLVM
SCGNIVFVDLIEHLLSELSKNDSMST
TRTYIQCIAAISRQAGHRIGEYLEKIIP
LVVKFCNVDDDELREYCIQAFESFV
RRCPKEVYPHVSTIINICLKYLTYDPN
YNYDDEDEDENAMDADGGDDDDQ
GSDDEYSDDDDMSWKVRRAAAKCL
DAVVSTRHEMLPEFYKTVSPALISRF
KEREENVKADVFHAYLSLLKQTRPV
QSWLCDPDAMEQGETPLTMLQSQV
PNIVKALHKQMKEKSVKTRQCCFN
MLTELVNVLPGALTQHIPVLVPGIIF
SLNDKSSSSNLKIDALSCLYVILCNH
SPQVFHPHVQALVPPVVACVGDPFY
KITSEALLVTQQLVKVIRPLDQPSSF
DATPYIKDLFTCTIKRLKAADIDQEVK
ERAISCMGQIICNLGDNLGSDLPNTL
QIFLERLKNEITRLTTVKALTLIAGSP
LKIDLRPVLGEGVPILASFLRKNQRA
LKLGTLSALDILIKNYSDSLTAAMIDA
VLDELPPLISESDMHVSQMAISFLTT
LAKVYPSSLSKISGSILNELIGLVRSP
LLQGGALSAMLDFFQALVVTGTNNL
GYMDLLRMLTGPVYSQSTALTHKQS
'YYSIAKCVAALTRACPKEGPAVVGQF
IQDVKNSRSTDSIRLLALLSLGEVGH
HIDLSGQLELKSVILEAFSSPSEEVK
SAASYALGSISVGNLPEYLPFVLQEIT
SQPKRQYLLLHSLKEIISSASVVGLKP
YVENIWALLLKHCECAEEGTRNVVA
ECLGKLTLIDPETLLPRLKGYLISGSS
'YARSSVVTAVKFTISDHPQPIDPLLK
NCIGDFLKTLEDPDLNVRRVALVTF
NSAAHNKPSLIRDLLDTVLPHLYNE
TKVRKELIREVEMGPFKHTVDDGLD
IRKAAFECMYTLLDSCLDRLDIFEFL
NHVEDGLKDHYDIKMLTFLMLVRLS
TLCPSAVLQRLDRLVEPLRATCTTKV
KANSVKQEFEKQDELKRSAMRAVA
ALLTIPEAEKSPLMSEFQSQISSNPE

LAAIFESIQKDSSSTNLESMDTS




