UniprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion em-ioplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q86VUS CMTD1_HUMAN Homo Catechol O- 21.366884 NaN NaN 28510447 MTQPVPRLSVPAALALGSAALGAAF [None None None |[None None None None None None

sapiens

methyltransferase
domain-
containing
protein 1

IATGLFLGRRCPPWRGRREQCLLPPE
DSRLWQYLLSRSMREHPALRSLRLL
TLEQPQGDSMMTCEQAQLLANLAR
LIQAKKALDLGTFTGYSALALALALP
IADGRVVTCEVDAQPPELGRPLWRQA
EAEHKIDLRLKPALETLDELLAAGEA
GTFDVAVVDADKENCSAYYERCLQL
LRPGGILAVLRVLWRGKVLQPPKGD
IVAAECVRNLNERIRRDVRVYISLLPL
GDGLTLAFKI




