UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane [region
Q86VW0  [SESD1_HUMAN |Homo SEC14 28.275761 NaN NaN 39894887 MEASVILPILKKKLAFLSGGKDRRSG |False False 1.875 [2.338 |0.713 0.425 False 1.09 0.558
sapiens |domain LILTIPLCLEQTNMDELSVTLDYLLSI

and PSEKCKARGFTVIVDGRKSQWNVVK

spectrin TVVVMLQNVVPAEVSLVCVVKPDEF

repeat- WDKKVTHFCFWKEKDRLGFEVILVS

containing IANKLTRYIEPCQLTEDFGGSLTYDH

protein 1 MDWLNKRLVFEKFTKESTSLLDELA

LINNGSDKGNQQEKERSVDLNFLPS
VDPETVLQTGHELLSELQQRRFNGS
DGGVSWSPMDDELLAQPQVMKLLD
SLREQYTRYQEVCRQRSKRTQLEEI
QQKVMQVVNWLEGPGSEQLRAQW
GIGDSIRASQALQQKHEEIESQHSE
WFAVYVELNQQIAALLNAGDEEDLV
ELKSLQQQLSDVCYRQASQLEFRQN
LLQAALEFHGVAQDLSQQLDGLLG
MLCVDVAPADGASIQQTLKLLEEKL
KSVDVGLQGLREKGQGLLDQISNQA
SWAYGKDVTIENKENVDHIQGVME
DMQLRKQRCEDMVDVRRLKMLQM
VQLFKCEEDAAQAVEWLSELLDALL
KTHIRLGDDAQETKVLLEKHRKFVD
'VAQSTYDYGRQLLQATVVLCQSLRC
TSRSSGDTLPRLNRVWKQFTIASEE
RVHRLEMAIAFHSNAEKILQDCPEE
PEAINDEEQFDEIEAVGKSLLDRLTV
PVVYPDGTEQYFGSPSDMASTAENI

RDRMKLVNLKRQQLRHPEMVTTES




