UniprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extl.'acellular
1D name sites reticulum apparatus membrane [region
Q86WR7 PRSR2_HUMAN |Homo Proline [21.366884 NaN S8;543;T45;T146;S166;T167;S179;S |28510447 MPVTHRKSDASDMNSDTSPSCRLR |None None None [None None None None None None
sapiens |and 212;S215;S312;S400 AFSRGGSLESRSSSSRSRSFTLDDES

serine- LKYLTHEEKDVLLFFEETIDSLDEDF

rich EEPVLCDGGVCCLCSPSLEESTSSPS

protein EPEDVIDLVQPAPGAGEAEGLPEGT

2 QAAGPAPAGKEHRKQDAETPPPPDP

PAPETLLAPPPLPSTPDPPRRELRAP
SPPVEHPRLLRSVPTPLVMAQKISER
MAGNEALSPTSPFREGRPGEWRTPA
ARGPRSGDPGPGPSHPAQPKAPRFP
SNIIVTNGAAREPRRTLSRAAVSVQE
RRAQVLATIHGHAGAFPAAGDAGEG
APGGGSSPERVARGRGLPGPAESLR
AGGQAPRGPALANGFPSAHEALKSA
PSSFAPAGKSLCFRPGPALPSTRARQ
SFPGPRQPNGAQDWRRADSLPRPQ
GITVQFAGRGSSEEARREALRKLGLL
RESS




