UniprotKB Entry name organism [full name loglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q86X67 NUD13_HUMAN |Homo NAD(P)H 28.275761 NaN NaN 39894887 MSLYCGIACRRKFFWCYRLLSTYVT (True False False [3.655 4.342 False False False False
sapiens |pyrophosphatase KTRYLFELKEDDDACKKAQQTGAFY
NUDT13, LFHSLAPLLQTSAHQYLAPRHSLLEL

mitochondrial

ERLLGKFGQDAQRIEDSVLIGCSEQ
QEAWFALDLGLDSSFSISASLHKPE
METELKGSFIELRKALFQLNARDAS
LLSTAQALLRWHDAHQFCSRSGQPT
KKNVAGSKRVCPSNNIIYYPQMAPV
IAITLVSDGTRCLLARQSSFPKGMYSA
LAGFCDIGESVEETIRREVAEEVGLE
IVESLQYYASQHWPFPSGSLMIACHA
TVKPGQTEIQVNLRELETAAWFSHD
EVATALKRKGPYTQQQNGTFPFWLP
PKLAISHQLIKEWVEKQTCSSLPA




