
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q86XP3 DDX42_HUMAN Homo
sapiens

ATP-
dependent
RNA
helicase
DDX42

16.975232 S35;S37;T42;S43;S44;S45;S709;S71
5;S717;S773;T778;S781

S58;S96;S104;S109;S111;S185;S75
4

40136647;31492838;34725712;409
14422;29237092;37217939;405965
16;38665916;34846842;30059200;3
9534244;39302247;34019948;2851
0447;39531497;35289036;3513286
2;29485866;33214551;31373491;35
254053;32119511

MNWNKGGPGTKRGFGFGGFAISAG
KKEEPKLPQQSHSAFGATSSSSGFG
KSAPPQLPSFYKIGSKRANFDEENAY
FEDEEEDSSNVDLPYIPAENSPTRQ
QFHSKPVDSDSDDDPLEAFMAEVE
DQAARDMKRLEEKDKERKNVKGIR
DDIEEEDDQEAYFRYMAENPTAGVV
QEEEEDNLEYDSDGNPIAPTKKIIDP
LPPIDHSEIDYPPFEKNFYNEHEEIT
NLTPQQLIDLRHKLNLRVSGAAPPR
PGSSFAHFGFDEQLMHQIRKSEYTQ
PTPIQCQGVPVALSGRDMIGIAKTGS
GKTAAFIWPMLIHIMDQKELEPGDG
PIAVIVCPTRELCQQIHAECKRFGKA
YNLRSVAVYGGGSMWEQAKALQEG
AEIVVCTPGRLIDHVKKKATNLQRVS
YLVFDEADRMFDMGFEYQVRSIASH
VRPDRQTLLFSATFRKKIEKLARDILI
DPIRVVQGDIGEANEDVTQIVEILHS
GPSKWNWLTRRLVEFTSSGSVLLFV
TKKANAEELANNLKQEGHNLGLLH
GDMDQSERNKVISDFKKKDIPVLVA
TDVAARGLDIPSIKTVINYDVARDIDT
HTHRIGRTGRAGEKGVAYTLLTPKD
SNFAGDLVRNLEGANQHVSKELLDL
AMQNAWFRKSRFKGGKGKKLNIGG
GGLGYRERPGLGSENMDRGNNNV
MSNYEAYKPSTGAMGDRLTAMKAA
FQSQYKSHFVAASLSNQKAGSSAAG
ASGWTSAGSLNSVPTNSAQQGHNS
PDSPVTSAAKGIPGFGNTGNISGAPV
TYPSAGAQGVNNTASGNNSREGTG
GSNGKRERYTENRGSSRHSHGETG
NRHSDSPRHGDGGRHGDGYRHPES
SSRHTDGHRHGENRHGGSAGRHGE
NRGANDGRNGESRKEAFNRESKME
PKMEPKVDSSKMDKVDSKTDKTAD
GFAVPEPPKRKKSRWDS

True False 4.505 5.0 1.134


