}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi o extl“acellular
name sites sites reticulum apparatus membrane region
Q86XT4 'TRIS0_HUMAN [Homo E3 18.379595 NaN NaN 30379171 | MAWQVSLPELEDRLQCPICLEVFKE (True False 4.486 (3.447 [1.071 1.0 0.779 0.863 0.72
sapiens  [ubiquitin- PLMLQCGHSYCKGCLVSLSCHLDAE
protein LRCPVCRQAVDGSSSLPNVSLARVIE
ligase ALRLPGDPEPKVCVHHRNPLSLFCE
TRIM50 KDQELICGLCGLLGSHQHHPVTPVS

TVYSRMKEELAALISELKQEQKKVD
ELIAKLVNNRTRIVNESDVFSWVIRR
EFQELHHLVDEEKARCLEGIGGHTR
GLVASLDMQLEQAQGTRERLAQAE
CVLEQFGNEDHHKFIRKFHSMASR
AEMPQARPLEGAFSPISFKPGLHQA
DIKLTVWKRLFRKVLPAPEPLKLDPA
TAHPLLELSKGNTVVQCGLLAQRRA
SQPERFDYSTCVLASRGFSCGRHYW
EVVVGSKSDWRLGVIKGTASRKGKL
NRSPEHGVWLIGLKEGRVYEAFACP
RVPLPVAGHPHRIGLYLHYEQGELTF
FDADRPDDLRPLYTFQADFQGKLYPI
LDTCWHERGSNSLPMVLPPPSGPGP
LSPEQPTKL




