UniprotKB Entry name organism [full name |oglcnacscore oglcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion enc‘loplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane region
Q86Y46 K2C73_HUMAN [Homo Keratin, 39.03173 NaN NaN 41018975|MSRQFTYKSGAAAKGGFSGCSAVLS |True False 4.474 [4.193 [3.002 False False 0.851 4.161

sapiens [type II GGSSSSYRAGGKGLSGGFSSRSLYSL

cytoskeletal
73

GGARSISFNVASGSGWAGGYGFGRG
RASGFAGSMFGSVALGSVCPSLCPP
GGIHQVTINKSLLAPLNVELDPEIQK
'VRAQEREQIKVLNNKFASFIDKVRFL
EQQNQVLETKWELLQQLDLNNCKN
NLEPILEGYISNLRKQLETLSGDRVR
LDSELRSVREVVEDYKKRYEEEINKR
TTAENEFVVLKKDVDAAYTSKVELQ
AKVDALDGEIKFFKCLYEGETAQIQS
HISDTSIILSMDNNRNLDLDSIIAEV
RAQYEEIARKSKAEAEALYQTKFQEL
QLAAGRHGDDLKHTKNEISELTRLI
QRLRSEIESVKKQCANLETAIADAEQ
RGDCALKDARAKLDELEGALQQAKE
ELARMLREYQELLSVKLSLDIEIATY
RKLLEGEECRMSGEYTNSVSISVINS
SMAGMAGTGAGFGFSNAGTYGYWP
SSVSGGYSMLPGGCVTGSGNCSPRG
EARTRLGSASEFRDSQGKTLALSSPT
KKTMR




