UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol [nucleus mitochndrion enc‘loplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane |region
Q86Y79 PTH_HUMAN [Homo Peptidyl- [28.275761 NaN NaN 39894887 MRPGGFLGAGQRLSRAMSRCVLEP |False False 1.411 |[1.846 [3.945 False False False 1.029
sapiens  [tRNA RPPGKRWMVAGLGNPGLPGTRHSV
hydrolase

GMAVLGQLARRLGVAESWTRDRHC
IAADLALAPLGDAQLVLLRPRRLMNA
NGRSVARAAELFGLTAEEVYLVHDE
LDKPLGRLALKLGGSARGHNGVRSC
ISCLNSNAMPRLRVGIGRPAHPEAV
QAHVLGCFSPAEQELLPLLLDRATD
LILDHIRERSQGPSLGP




