}J];I iprotKB Entry name organism full oglcnacscore o.glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl“acellular
name sites sites reticulum apparatus membrane region
Q86YV6 MYLK4_HUMAN [Homo Myosin |28.275761 NaN NaN 39894887 MLKVKRLEEFNTCYNSNQLEKMAF (False False 3.135 |2.465 [1.889 0.873 False 0.959 0.848
sapiens [light FQCREEVEKVKCFLEKNSGDQDSRS

chain GHNEAKEVWSNADLTERMPVKSKR

kinase TSALAVDIPAPPAPFDHRIVTAKQGA

family 'VNSFYTVSKTEILGGGRFGQVHKCE

member ETATGLKLAAKIIKTRGMKDKEEVKN

4 EISVMNQLDHANLIQLYDAFESKND

IVLVMEYVDGGELFDRIIDESYNLTE
LDTILFMKQICEGIRHMHQMYILHL
DLKPENILCVNRDAKQIKIIDFGLAR
RYKPREKLKVNFGTPEFLAPEVVNY
DFVSFPTDMWSVGVIAYMLLSGLSP
FLGDNDAETLNNILACRWDLEDEEF
QDISEEAKEFISKLLIKEKSWRISASE
ALKHPWLSDHKLHSRLNAQKKKNR
GSDAQDFVTK




