UniprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extll"acellular
ID sites sites reticulum |apparatus membrane region
Q8BFR4 GNS_MOUSE [Mus N- 27.764958 S272 S533 29187734;30059200 MRLPSAAGPRPGRPRRLPALLLLPLL [False False 1.018 |[1.37 1.08 1.645 1.585 1.311 2.308
musculus |acetylglucosamine- GGCLGLVGAARRPNVLLLLTDDQDA
6-sulfatase ELGGMTPLKKTKALIGEKGMTFSSA

YVPSALCCPSRASILTGKYPHNHHVV
NNTLEGNCSSKAWQKIQEPYTFPAIL
LKSVCGYQTFFAGKYLNEYGAPDAG
GLEHIPLGWSYWYALEKNSKYYNYT
LSINGKARKHGENYSVDYLTDVLAN
LSLDFLDYKSNSEPFFMMISTPAPH
SPWTAAPQYQKAFQNVIAPRNKNFN
IHGTNKHWLIRQAKTPMTNSSIRFL
DDAFRRRWQTLLSVDDLVEKLVKRL
DSTGELDNTYIFYTSDNGYHTGQFS
LPIDKRQLYEFDIKVPLLVRGPGIKPN
QTSKMLVSNIDLGPTILDLAGYDLNK
TQMDGMSLLPILKGDRNLTWRSDV
LVEYQGEGRNVTDPTCPSLSPGVSQ
CFPDCVCEDAYNNTYACVRTLSSLW
NLQYCEFDDQEVFVEVYNITADPDQ
ITNIAKSIDPELLGKMNYRLMMLQS
CSGPTCRTPGVFDPGYRFDLRLMFN
SHGSVRTRRFSKHPL




