UniprotKB Entry name organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites reticulum apparatus membrane [region
Q8BG30 NELFA_MOUSE [Mus Negative (25.775171 NaN T157;S225;S233;T277;S363 (34678516 MASMRESDTGLWLHNKLGATDEL [None None None |None None None None None None
musculus |elongation IWAPPSIASLLTAAVIDNIRLCFHRLSS
factor A IAVKLKLLLGTLHLPRRTVDEMKAAL

MDIIQLATLDSDPWVLMVADILKSFP
DTGSLNLDLEEQNPNVQDILGELRE
KVSECEASAMLPLECQYLNKNALTT
LAGPLTPPVKHFQLKRKPKSATLRAE
LLQKSTETAQQLKRSAGVPFHAKGR
GLLRKMDTTTPLKGIPKQAPFRSPTT
PSVFSPSGNRTPIPPSRTPLQKERGV
KLLDISELNTVGAGREAKRRRKTLDT
EVVEKPTKEETVVENATPDYAAGLVS
TQKLGSLNSEPTLPSTSYLPSTPSVV
PASSYIPSSETPPAPPSREASRPPEEP
SAPSPTLPTQFKQRAPMYNSGLSPA
TPAPAAPTSPLTPTTPPAVTPTAQTPP
IVAMVAPQTQAPAPVQQQPKKNLSLT
REQMFAAQEMFKTANKVTRPEKALIL
LGFMAGSRENPCPEQGDVIQIKLSE
HTEDLPKADGQGSTTMLVDTVFEM
NYATGQWTRFKKYKPMTNVS




