RELKKMDDKALLVEVQLLESKTYHA
LSNLPKARAALTSARTTANAIYCPPK
LQATLDMQSGIIHAAEEKDWKTAYS
YFYEAFEGYDSIDSPKAITSLKYMLL
CKIMLNTPEDVQALVSGKLALRYAG
RQTEALKCVAQASKNRSLADFEKAL
TDYRAELRDDPIISTHLAKLYDNLLE
QNLIRVIEPFSRVQIEHISSLIKLSKA
DVERKLSQMILDKKFHGILDQGEGV
LIIFDEPPVDKTYEAALETIQNMSKV

IVDSLYSKAKKLT

}Jl;l iprotKB Entry name organism full name |oglcnacscore oglcnac Ceg yiation by s sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:acell
sites sites reticulum |apparatus membrane region
Q8BG32 PSD11_MOUSE [Mus 26S 37.196124 NaN S14;S23 20665223;39927985;40684658 MAAAAVVEFQRAQSLLSTDREASIDI [False False 1.875 |1.425 |False False False False False
musculus [proteasome LHSIVKRDIQENDEEAVQVKEQSILE

non- LGSLLAKTGQAAELGGLLKYVRPFL

IATPase INSISKAKAARLVRSLLDLFLDMEAAT

regulatory GQEVELCLECIEWAKSEKRTFLRQA

subunit 11 LEARLVSLYFDTKRYQEALHLGSQLL




