UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular (cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus [ membrane region
Q8BGA3 LRRT2_MOUSE |Mus Leucine-rich 24.474581 NaN NaN 33300544 MGLHFKWPLGAPMLAAIYAMSVVL |(False True 0.796 |1.028 |0.805 1.085 0.624 4.594 3.832
musculus [repeat KMLPALGMACPPKCRCEKLLFYCDS
transmembrane QGFHSVPNATDKGSLGLSLRHNHIT
neuronal ALERDQFASFSQLTWLHLDHNQIST
protein 2 VKEDAFQGLYKLKELILSSNKIFYLP

NTTFTQLINLQNLDLSFNQLSSLHP
ELFYGLRKLQTLHLRSNSLRTIPVRL
FWDCRSLEFLDLSTNRLRSLARNGF
AGLIKLRELHLEHNQLTKINFAHFLR
LSSLHTLFLQWNKISNLTCGMDWT
WSTLEKLDLTGNEIKAIDLTVFETMP
NLKILLMDNNKLNSLDSKILNSLKS
LTTVGLSGNLWECSPRVCALASWLG
SFQGRWEHSILCHSPDHTQGEDILD
AVHGFQLCWNLSTTVTAMATTYRDP
TTEYTKISSSSYHVGDKEIPTTAGIAV
TTEEHFPEPDNAIFTQRVITGTMALL
FSFFFIIFIVFISRKCCPPTLRRIRQCS
MIQNHRQLRSQTRLHMSNMSDQG
PYNEYEPTHEGPFIIINGYGQCKCQQ
LPYKECEV




