UniprotkB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl“acellular
ID sites sites reticulum apparatus  membrane region
Q8BGT5 ALAT2_MOUSE [Mus Alanine 23.627151 NaN NaN 37453647 MQRAAVLVRRGSCPRASGPWGRSH (True True 3.27 3.059 [4.716 2.198 1.21 2.454 4.596
musculus |aminotransferase SSAAAEASAALKVRPERSPRDRILTL
2

ESMNPQVKAVEYAVRGPIVLKAGEIE
MELQRGIKKPFTEVIRANIGDAHAM
GQQPITFLRQVMALCTYPNLLNSPS
FPEDAKKRARRILQACGGNSLGSYS
ASQGVNCIREDVAAFITRRDGVPADP
DNIYLTTGASDGISTILKLLVSGGGKS
RTGVMIPIPQYPLYSAVISELDAVQV
NYYLDEENCWALNVDELRRALRQA
KDHCDPKVLCIINPGNPTGQVQSRK
CIEDVIHFAWEEKLFLLADEVYQDN
VYSPDCRFHSFKKVLYQMGHEYSSN
VELASFHSTSKGYMGECGYRGGYM
EVINLHPEIKGQLVKLLSVRLCPPVS
GQAAMDIVVNPPEPGEESFEQFSRE
KEFVLGNLAKKAKLTEDLFNQVPGI
QCNPLQGAMYAFPRILIPAKAVEAAQ
SHKMAPDMFYCMKLLEETGICVVP
GSGFGQREGTYHFRMTILPPVDKLK
TVLHKVKDFHLKFLEQYS




