UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion en'?OPIasmlC golgi extl:acellular
ID sites sites reticulum apparatus membrane region
Q8BGW1 [FTO _MOUSE Mus |Alpha- 26.066638 NaN NaN 28135057;28528544 MKRVQTAEEREREAKKLRLLEELED (True False 3.804 |[5.0 2.456 1.931 1.01 3.187 2.325
musculus |ketoglutarate- TWLPYLTPKDDEFYQQWQLKYPKLV
dependent FREAGSIPEELHKEVPEAFLTLHKHG
dioxygenase CLFRDVVRIQGKDVLTPVSRILIGDP
FTO GCTYKYLNTRLFTVPWPVKGCTVKY

TEAEIAAACQTFLKLNDYLQVETIQA
LEELAVREKANEDAVPLCMAEFPRA
GVGPSCDDEVDLKSRAAYNVTLLNF
MDPQKMPYLKEEPYFGMGKMAVS
IWHHDENLVDRSAVAVYSYSCEGSE
DESEDESSFEGRDPDTWHVGFKISW
DIETPGLTIPLHQGDCYFMLDDLNA
THQHCVLAGSQPRFSSTHRVAECST
GTLDYILERCQLALQNVLNDSDDGD
IVSLKSFDPAVLKQGEEIHNEVEFEW
LRQFWFQGNRYKLCTDWWCEPMT
HLEGLWKKMESMTNAVLREVKREG
LPVEQRSEILSAILVPLTVRQNLRKE
IWHARCQSRVVRTLPVQQKPDCRPY
\WEKDDPSMPLPFDLTDVVSELRGQL
LEARS




