UniprotKB Entry name |organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane region
Q8BHO00 IAL8A1_MOUSE Mus 2- 23.627151 NaN S362 37453647 MAGKRELLMLENFIGGKFLPCNSYI (None None None [None None None None None None
musculus [aminomuconic DSYDPSTGEVYCKVPNSGKEEIEAAV
semialdehyde EAAREAFPAWSSRSPQERSLVLNRL
dehydrogenase IADVLEQSLEELAQAESKDQGKTLTL

IARTMDIPRSVLNFRFFASSNLHHVS
ECTQMSHLGCMHYTVRTPVGIAGLI
SPWNLPLYLLTWKIAPAIAAGNTVIA
KPSEMTSVTAWMFCKLLDKAGVPP
GVINIVFGTGPRVGEALVSHPEVPLIS
FTGSQPTAERITQLSAPHCKKLSLEL
GGKNPAIIFEDANLEECIPATVRSSF
IANQGEICLCTSRIFVQRSIYSEFLKRF
VEATRKWKVGVPSDPSANMGALISK
IAHLEKVRSYVLKAQTEGARILCGEG
IVDQLSLPLRNQAGYFMLPTVITDIKD
ESRCMTEEIFGPVTCVVPFDSEEEVI
TRANSVRYGLAATVWSKDVGRIHRV
IAKKLQSGLVWTNCWLIRELNLPFGG
MKSSGIGREGAKDSYDFFTEIKTITIK
Y




