UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt.‘acellular
1D name sites sites reticulum apparatus membrane [region
Q8BH43 WASF2_MOUSE Mus |Actin- |25.810548 NaN S473 29187734 MPLVTRNIEPRHLCRQTLPSDTSEL |False False 2.728 |3.619 1.347 1.281 1.444 3.879 1.68
musculus |binding ECRTNITLANVIRQLGSLSKYAEDIF
protein GEICTQASAFASRVNSLAERVDRVQ
WASF2 VKVTQLDPKEEEVSLQGINTRKAFRS

STTQDQKLFDRNSLPVPVLETYNSC
DAPPPLNNLSPYRDDGKEALKFYTN
PSYFFDLWKEKMLQDTKDIMKEKR
KHRKEKKDNPNRGNVNPRKIKTRK
EEWEKMKMGQEFVESKERLGPSGY
SSTLVYQNGSIGSVENVDAASYPPPP
QSDSASSPSPSFSEDNLPPPPAEFSY
PADNQRGSVLAGPKRTSMVSPSHPP
PAPPLSSPPGPKPGFAPPPAPPPPPP
MSVPPPLPSMGFGSPGTPPPPSPPSF
PPHPDFAAPPPPPPPPAADYPMPPPP
LSQPSGGAPPPPPPPPPPGPPPLPFS
GADGQPAAPPPPPPSEATKPKSSLPA
VSDARSDLLSAIRQGFQLRRVEEQR
EQEKRDVVGNDVATILSRRIAVEYSD
SEDDSSEFDEDDWSD




