UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular (cytosol \nucleus mitochndrion em?oplasmlc golgi plasma exl:l:acellular
ID sites sites reticulum apparatus membrane [region
Q8BH61 F13A MOUSE |Mus Coagulation 22.380232 NaN NaN 37507081 MSDTPASTFGGRRAVPPNNSNAAEV [False False 3.502 [2.984 1.778 1.341 0.82 1.868 3.867
musculus |[factor XIII DLPTEELQGLVPRGVNLKDYLNVTA
A chain VHLFKERWDSNKIDHHTDKYDNNK

LIVRRGQTFYIQIDFNRPYDPRKDLF
RVEYVIGRYPQENKGTYIPVPVVKEL
QSGKWGAKVIMNEDRSVRLSVQSSP
ECIVGKFRMYVAVWTPYGILRTRRDP
ETDTYILENPWCEEDAVYLDDEKER
EEYVLNDIGVIFYGDFKDIKSRSWSY
GQFEDGILDTCLYVMDKAEMDLSGR
GNPIKVSRVGSAMVNAKDDEGVLVG
SWDNVYAYGIPPSAWTGSVDILLEYR
SSETPVRYGQCWVFAGVFNTFLRCL
GIPARVITNYFSAHDNDANLQMDIF
LEEDGNVSSKLTKDSVWNYHCWNE
IAWMTRPDLPVGFGGWQAVDSTPQE
NSDGMYRCGPASVQAVKHGHVCFQ
FDAPFVFAEVNSDLVYITAKQDGTH
VVEAVDATHIGKLIVTKQIGGDGMQ
DITDTYKFQEGQEEERLALETALMY
GAKKTLNTEGVVKSRSDVTMNFDV
ENAVLGKDFKVTITFQNNSSNLYTIL
IAYLSGNITFYTGVSKKEFKKESFEET
LDPFSSKKKEVLVRAGEYMSHLLEQ
GFLHFFVTARINESRDVLAKQKSIILT
IPKITIKVRGAAMVGSDMVVTVEFTN
PLKETLQNVWIHLDGPGVMRPKRKV
FREIRPNTTVQWEEVCRPWVSGHRK
LIASMTSDSLRHVYGELDLQIQRRPT
M




