UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
ID sites sites reticulum apparatus [membrane region
Q8BHI3 MISSL._MOUSE Mus MAPK- 29.24342 S6 S$2;S6;S15 36852467;28528544 MSDEFSLADALPEQSSAKPPAVTNT [None None None [None None None None None None
musculus [interacting KAGHSSQGWPGSSPWSNPSAPPAM
and PSGLPPSSAAPSTVPFGPVPTGMYPS
spindle- MPPTGPPPGPPGPFPPPGPSCPPPGV
stabilizing PYPAPAVPGPGPTGPYATPNMPMPE
protein- LPRPYGAPTDPAAAGSLGPWGPMSS
like GPWAPGIAGQHPNMPYRSPGPYPTV
PPPVSGAPPVPWGTVPPGAWGPAAP
YPGPAGSYPTPAPHPALNNPYQVPS
GPAGAPPMPGGPHSYH




