UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular|cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8BI79 CCD40_MOUSE |Mus Coiled- 25.590209 T550 S306 35822049  MMDAEKVSTDGEAISEGEVGSNGE |None None None |None None None None None None
musculus |coil TPPETEVEFIGETAPDTDVEFIGETSP
domain- GTDVEPTGESIQETEVESIGEATPGM
containing DVEPIKKTMTELNVESIGEETSETDV
protein 40 DSIRKALRGIDLESITVAYPPKKAKHR

KVRPQAEVESTGRAAPEGELEVSDH
EKVEALLDELDELSEIVSSPEVSYSDI
SPLEMGEDDTNVSATSTDTFQQGIY
EPIEPIEPTEPPEPAEPPKPAETPEDS
TVRAPAHPYQRDFPMGARHRFRLSI
MGSLTPSDTDDLPLETDEPPQQESV
QSTPRALEETRIQFLDQVQSLSPEAL
LDRATEGSDEAEEEGSQLIVLDPDH
PLMIRFQEALKGYLNRQMDKLKLDV
QELDVATKQTRSQRQELGVNLYGVQ
QHLARLQMQLEKSHDRHSLVACER
RRKEEELQCARSVYNKTCQTANEER
KKLAALQTEVESLALHLFYMQNIEQ
DVRDDIQVMKQVVRKTETEKMHAE
VEKKKQDLFVDQLTERSHQLEENIA
LFEAQYLSQAEDTRVLKKAVTEAITE
IDTIAVEKKRILQQWTTSLVGMKHR
NEAYKTVMDALRECQHQVKSTDSEI
EVCKKSIMQEEEKNEKLARLLNRAE
TEATLVQKMTAQCLSKQEALQTEFN
TYQLALQDTEEMLNKGYVEHSAVLS
ELQATRQAFHQEQELRQKMDMSM
VDKLQEQGTSSKMTKYFHQLLRKLQ
KENTNLVTHLSKIDGDIAQATLDITN
TNCKIDMHKKTLAEMDKEVKRFND
LITNSESEIARRTILIERKQSLINFFN
KQLEQMVSELGGEEAGPLELEIKRL
SKLTEEYNTGVAEAQMTWLRLQQE
LVQVTHEREEQLVSVDQLKKEVHIM
EQKKLRIESKIAHEKKEQKIVSRHMR
DLDNDLSKLNMLLDKNRCSSEELE
QNNIATETEFLRTLKDSERETIQMQ
EKLMELSEEKATLLNSFMEAEHQIM
LWEKKIQLAKEMRSSVDSETGQTEI
RAMKAEIHRMKVRHGQLLKQQEKM
IRDMELAVARRETIVVQAEGQSKIDK
KVITKTEFHYQQRELQKKVREMHKA
TDDCTNTISELEETQKFLSSSLQEKQ
QLLSEMQATTDVLEEEINQLTALKR
QNLLEIVTLQTRGKHLQAAIEGKYVF
LHRNSRSQLMERKRLSVRLSQLNK
VLSSVQEDYPQYQEVLQSIQQKIATK
LETPEPS




