UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8BIJ7 RUFY1 MOUSE Mus RUN and [27.03061 NaN T393;T404;S624 (25153642 MAARGECRRAGQDSEPEPEREPESE |False False 3.302 [3.061 1.262 0.717 1.128 1.542 0.743
musculus [FYVE PGPEPEPQAGLESGEAFEIVDRSQLP
domain- SPGELRSASRPRVADSWSAPILTLAR
containing RATGNLSASCGSALRAAAGLGDGGG
protein 1 GGERAASKGQMMEERANLMHMM

KLSIKVLLQSALSLGRSLDADYAPLQ
QFFVVMEHCLKHGLKVKKSFIGQN
KSFFGPLELVEKLCPEASDIATSVRN
LPELKTAVGRGRAWLYLALMQKKLA
DYLKVLIDNKQLLSEFYEPEALMME
EEGMVIVGLLVGLNVLDANLCLKGE
DLDSQVGVIDFSLCLKDAQDLDSGR
EHERITDVLDQKNYVEELNRHLSCT
IVGDLQTKIDGLEKTNSKLQEELSAAT
DRICSLQKEQQQLREQNEVIRERSE
KSVEITKQDTKVELETYKQTRQGLDE
MYSDVWKQLKEEKKVRLELEKELEL
QIGMKTEMEIAMKLLEKDTHEKQDT
LVALRQQLEEVKAINLQMFHKVQSA
ESSLQQKNEAIASFEGKTTQVMSSM
KQMEERLQQAERARQAAEERSHKL
QQELSGRGSALQLQLSQLRDQCSGL
EKELKSEKEQRQALQRELQREKDTS
CLLQTELQQVEGLKKELRELQDEKA
ELRKVCEEQEQALQEMGLHLSQSK
LKMEDIKEVNKALKGHTWLKDDEA
THCKQCEKDFSISRRKHHCRNCGHI
FCNTCSSNELALPSYPKPVRVCDSC
HTLLLQRCSSTAS




