UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extt:acellular
ID name sites sites reticulum apparatus membrane [region
Q8BJL1 FBX30_MOUSE |Mus F-box (25.385059 NaN S383 28528544 MEEEVQQHSHCMNCVSRRCMTRP |None None None |None None None None None None
musculus |only EPGVSCDLIGCPLVCGAVFHSCKAD
protein EHRLLCPFERVACLNRNFGCPFTLA
30 RNKVAEHLEMCPASVVCCTMEWNR

'WPVSYSDRKSYESLSRDVDEVAQLD
MALALQDQRMLLESLKVATMMSKA
TDKISEPREQISVKSSVQEIPRTNGLV
SVDEESYGALYQATVETTRSLAAALD
ILNSATRDIGMLNTSLHATANEMDE
ENNKESFQDKNLKDQDHLDEGEIG
IAVGGVDYSGTSQNAQAEQNGSSDLL
CDLNPSSNGTSALCNGFPLEKMCIQ
VKGQDQNFHGDSTESNITNGDCVE
IADGTSEPSSSLVVPEQLREISPFSAL
PDSTFQQILMPDEDDEKDLCWKKV
DLGDLKDVNGSPFSHAPSFKFLSNS
'WYIPKEDKAVDTSDLEVAEDPMGLQ
GIDLITAALLFCLGDSPGGRGISDSR
MTDVYHVDFGTQTFSLPSAILATNT
MVGEIASASACDHANPQLSNPSPFQ
TLGLDLVLECVARYQPKQRSMFTFV
CGQLFRRKEFSSHFKNVHGDIHAGL
NGWMEQRCPLAYYGCTYSQRRFCP
STQGAKIIHDRHLRSFGVQPCVSTVL
EEPSRNCVLGLRSDHLSSLPFEVLQ
HIAGFLDGFSLCQLACVSRLMRDVC
GSLLQSRGMVILQWGKKKYPEGNSS
WQIKEKVWRFSTAFCSVNDWKFADI
LSMADHLKNCSYNVIEKREEAIPLPC
MCVTRELTKEGRSLRSVLKPVL




