UniprotKB Entry name |organism |full name |oglcnacscore |oglcnac sites phosphorylation |,y sequence intracellular [extracellular [cytosol [nucleus |mitochndrion | . | golgi plasma
ID sites reticulum apparatus membrar
Q8BJM5 ZNT6_MOUSE Mus Zinc 52.099918 T371;T374;S375 [NaN 22517741;22645316;40885482;368 MGTIHLFRKPQRSFFGKLLQEFRLV (True True 3.027 |1.375 4.275 1.53 4.432 2.717
musculus [transporter 52467;40021952;30059200 IAADRRSWKILLFGAINVLCTGFLLM
6 IWCSSTNSIALTAYTYLTIFDLFSLITC

LISYWVMMRKPSPVYSFGFERLEVL
IAVFASTVLAQLGALFILKESAERFLE
QPEIHTGRLLVGTFVALSFNLFTMLS
IRNKPFAYVSEAASTSWLQEHVADL
SRSLCGLIPGLSSIFLPRMNPFVLIDL
IAGAFALCITYMLIEINNYFAVDTASAI
IAIALMTFGTMYPMSVYSGKVLLQTT
PPHVIGQLDKLIREVSTLDGVLEVRN
EHFWTLGFGSLAGSVHVRIRRDANE
QMVLAHVSNRLCTLVSTLTVQIFKD
DWIRPALSSGPVAPNVLNFSDHHVI
PMPLLKNVDERTPVTSTPAKPSSPPP
EFSFNTPGKNVSPVILLNTQTRPYSL
GLNRGHTPYSSVFSQGLAFPGVGAG
QGLRPTFPHIPSRYGINRMGQPRP




