UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular jextracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane |region
Q8BK48 EST2E _MOUSE Mus Pyrethroid |38.223321 NaN S552 40997131 MPLYKLLGWLNAVACGVLLLVLHVQ |False False 1.462 (1.482 |1.438 4.055 False 1.217 2.745
musculus |hydrolase GQDSASPIRNTHTGQVRGSLVHVKD
Ces2e TDIAVHTFLGIPFAKPPVGPLRFAPPE

APEPWSGVRDGTSHPNMCLQNDNL
MGSEDLKMMNLILPPISMSEDCLYL
NIYVPAHAHEGSNLPVMVWIHGGAL
TVGMASMYDGSMLAATEDVVVVAIQ
YRLGVLGFFSTGDQHAKGNWGYLD
QVAALRWVQQNIVHFGGNPDRVTIF
GESAGGTSVSSHVVSPMSQGLFHGA
IMESGVAVLPDLISSSSEMVHRIVAN
LSGCAAVNSETLMCCLRGKNEAEM
LAINKVFKIIPGVVDGEFLPKHPQEL
MASKDFHPVPSIIGINNDEYGWILPT
IMDPAQKIEEITRKTLPAVLKSTALK
MMLPPECGDLLMEEYMGDTEDPET
LQAQFREMKGDFMFVIPALQVAHF
QRSHAPVYFYEFQHRPSFFKDFRPP
YVKADHGDEIFLVFGYQFGNIKLPYT
EEEEQLSRRIMKYWANFARHGNPN
SEGLPYWPVMDHDEQYLQLDIQPSV
GRALKARRLQFWTKTLPQKIQELKG

SQERHKEL




