}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oplcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasi
sites reticulum |apparatus men
Q8BKX1 BAIP2_MOUSE [Mus BAR/IMD (40.035693 S500 S262;S324;S326;S337;T341;S347;T |34678516;35822049;40885482 [MSLSRSEEMHRLTENVYKTIMEQF [True False 4.498 [2.543  [1.297 1.219 1.979 3.26"
musculus |domain- 361;S367;S385;S396;S455 NPSLRNFIAMGKNYEKALAGVTFAA
containing KGYFDALVKMGELASESQGSKELGD
adapter IVLFQMAEVHRQIQNQLEETLKSFH
protein 2 NELLTQLEQKVELDSRYLSAALKKY

QTEQRSKGDALDKCQAELKKLRKKS
QGSKNPQKYSDKELQYIDAISNKQG
ELENYVSDGYKTALTEERRRFCFLV
EKQCAVAKNSAAYHSKGKELLAQKL
PLWQQACADPNKIPDRAVQLMQQM
ANSNGSILPSALSASKSNLVISDPIPG
IAKPLPVPPELAPFVGRMSAQENVPV
MNGVAGPDSEDYNPWADRKAAQPK
SLSPPQSQSKLSDSYSNTLPVRKSVT
PKNSYATTENKTLPRSSSMAAGLER
NGRMRVKAIFSHAAGDNSTLLSFKE
GDLITLLVPEARDGWHYGESEKTKM
RGWFPFSYTRVLDSDGSDRLHMSL
QQGKSSSTGNLLDKDDLALPPPDYG
TSSRAFPTQTAGTFKQRPYSVAVPAF
SQGLDDYGARSVSRNPFANVHLKPT
IVTNDRSAPLLS




