}Jl;l iprotKB Entry name |organism full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extr-ac
sites sites reticulum |apparatus membrane |region
Q8BKZ9 ODPX_MOUSE [Mus Pyruvate 29.151474 NaN S196 36288343;39927985;37507081 MAASWRLHCNQPLLRYLLGFSSRRS [True False 0.469 [2.0 5.0 False False 2.0 False
musculus |[dehydrogenase LGLAQGAAAWPVDRGASWRWFHST
protein X QLLQADPIKVLMPSLSPTMEQGNIV
component, KWLRKEGEAVSAGDSLCEIETDKAV

mitochondrial

IVTLDANDDGILAKIVVEEGAKNIQLG
SLIALMVEEGEDWKQVEIPKDVSAP
PPVSKPPAPTQPSPQPQIPCPARKEH
KGTARFRLSPAARNILEKHSLDASQ
GTATGPRGIFTKEDALKLVELKQMG
KITESRPASAPPPSLSASVPPQATAGP
SYPRPMTPPVSIPGQPNAAGTFTEIP
IASNIRRVIAKRLTESKSTVPHAYATA
DCDLGAVLKVRRDLVKDDIKVSVND
FIIRAAAVTLKQMPGVNVTWDGEGP
KQLPSVDISVAVATDKGLITPIIKDAA
IAKGIQEIADSVKVLSKKARDGKLMP
EEYQGGSFSISNLGMFGIDEFAAVIN
PPQACILAVGRFRPVLKLTEDEEGNP
QLQQHQLITVTMSSDSRVVDDELAT
RFLETFKANLENPMRLG




