
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8BLY3 LRFN3_MOUSE Mus
musculus

Leucine-
rich
repeat	and
fibronectin
type-III
domain-
containing
protein	3

36.83566 T120 NaN 40885482 MAVLPLLLCLLPLAPASSPPQPAISSP
CPRRCRCQTQSMPLSVLCPGAGLLF
VPPSLDRRAAELRLADNFIAAVRRRD
LANMTGLLHLSLSRNTIRHVAAGAF
ADLRALRALHLDGNRLTSLGEGQLR
GLVNLRHLILSNNQLAALAAGALDD
CAETLEDLDLSYNNLEQLPWEALGR
LGNVNTLGLDHNLLASVPAGAFSRL
HKLARLDMTSNRLTTIPPDPLFSRLP
LLARPRGSPASALVLAFGGNPLHCN
CELVWLRRLAREDDLEACASPPALG
GRYFWAVGEEEFVCEPPVVTHRSPP
LAVPAGRPAALRCRAVGDPEPRVRW
VSPQGRLLGNSSRARAFPNGTLELL
VTEPEDGGTFTCIAANAAGEATAAVE
LTVGPPPPPQLANSTSCDPPRDGEP
DALTPPSAASASAKVADTVAPTDRGV
QVTEHGATAALVQWPDQRPVPGIR
MYQIQYNSSADDILVYRMIPADSRSF
LLTDLASGRTYDLCVLAVYEDSATGL
TATRPVGCARFSTEPALRPCAAPHAP
FLGGTMIIALGGVIVASVLVFIFVLLL
RYKVHGGQPPGKAKATAPVSSVCSQ
TNGALGPVPSAPAPEPAAPRAHTVV
QLDCEPWGPSHEPAGP

False False False 0.569 False 0.703 0.516 3.952 1.828


