UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8BMA6  |[SRP68_MOUSE Mus Signal 23.627151 NaN S47;S240 37453647 MAAEKQIPGGGSGGGGSGSGGGGG ([True False 3.723 |4.248 |1.039 3.709 0.699 1.036 0.667
musculus [recognition GSGGGRSAGGDENKENERPSAGSK
particle IANKEFGDSLSLEILQIIKESQQQHGL
subunit RHGDFQRYRGYCSRRQRRLRKTLNF
SRP68 KMGNRHKFTGKKVTEELLTDNRYLL

LVLMDAERAWSYAMQLKQEANTEP
RKRFHLLSRLRKAVKHAEELERLCE
SNRVDAKTKLEAQAYTAYLSGMLRF
EHQEWKSAIEAFNKCKTIYEKLASAF
TEEQAVLYNQRVEEISPNIRYCAYNI
GDQSAINELMQMRLRSGGTEGLLA
EKLEALITQTRAKQAATMSEVEWRG
RTVPVKIDKVRIFLLGLADNEAAIVQ
IAESEETKERLFESMLSECRDALQAV
REELKPDQKQRDYALDGESGKVSNL
QYLHSYLTYIKLSTAIRRNENMAKGL
HRALLQQQPEDDSKRSPRPQDLIRL
IYDIILQNLVELLQLPGLEEDRTFQKEI
SLKTLVFKAYRCFFIAQSYVLVKKWS
EALVLYDRVLKYANEVSSHGGASKN
SLKDLPDVQELITQVRSEKCSLQAAA
ILDANDSHQTDTSSQVKDNTPLVER
FESFCLDPSLVTKQANLVHFPPGFQ
PIPCKPLFFDLALNHVAFPPLEDKLE
QKTKSGLTGYIKGIFGFRS




