}Jl;l iprotKB Entry name |organism full name oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi
sites reticulum |apparatus
Q8BMS1 |[ECHA _MOUSE Mus Trifunctional [32.179744 NaN S231;S316;T395;5419;S647;S650 (37507081;37453647;29187734;333 [MVASRAIGSLSRFSAFRILRSRGCIC [True False 1.594 |False [4.562 False False
musculus |enzyme 00544;36288343;39627609;399279 |[RSFTTSSALLTRTHINYGVKGDVAVI
subunit 85;36064721 RINSPNSKVNTLNKEVQSEFIEVMN
alpha, EIWANDQIRSAVLISSKPGCFVAGAD
mitochondrial INMLSSCTTPQEATRISQEGQRMFE

KLEKSPKPVVAAISGSCLGGGLELAI
IACQYRIATKDRKTVLGVPEVLLGILP
GAGGTQRLPKMVGVPAAFDMMLTG
RNIRADRAKKMGLVDQLVEPLGPGI
KSPEERTIEYLEEVAVNFAKGLADRK
VSAKQSKGLVEKLTTYAMTVPFVRQ
QVYKTVEEKVKKQTKGLYPAPLKIID
IAVKAGLEQGSDAGYLAESQKFGELA
LTKESKALMGLYNGQVLCKKNKFGA
PQKNVQQLAILGAGLMGAGIAQVSV
DKGLKTLLKDTTVTGLGRGQQQVFK
GLNDKVKKKALTSFERDSIFSNLIGQ
LDYKGFEKADMVIEAVFEDLGVKHK
VLKEVESVTPEHCIFASNTSALPINQI
IAAVSKRPEKVIGMHYFSPVDKMQLL
EIITTDKTSKDTTASAVAVGLRQGKVI
[VVKDGPGFYTTRCLAPMMSEVMRI
LQEGVDPKKLDALTTGFGFPVGAAT
LADEVGVDVAQHVAEDLGKAFGERF
GGGSVELLKQMVSKGFLGRKSGKG
FYTYQEGSKNKSLNSEMDNILANLR
LPAKPEVSSDEDVQYRVITRFVNEAV
LCLQEGILATPAEGDIGAVFGLGFPP
CLGGPFRFVDLYGAQKVVDRLRKYE
SAYGTQFTPCQLLLDHANNSSKKFY
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