}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma eXtI:ac'
name sites sites reticulum |apparatus membrane region
Q8BP67 RL24_MOUSE |Mus Large 27.83076 NaN 'T83;S86;5149 37453647;33300544;36288343;396 [MKVELCSFSGYKIYPGHGRRYARTD ([True False 5.0 1.436 [1.286 2.588 False 0.731 0.925
musculus [ribosomal 27609 GKVFQFLNAKCESAFLSKRNPRQIN
subunit 'WTVLYRRKHKKGQSEEIQKKRTRRA
protein IVKFQRAITGASLADIMAKRNQKPEV
eL24

RVGGKR

RKAQREQAIRAAKEAKKAKQASKKT
IAMAAAKAPTKAAPKQKIVKPVKVSAP




