UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus jmitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8BRU6 |[VMAT2 MOUSE [Mus Synaptic = [24.474581 NaN S514;S516 33300544 |MALSDLVLLRWLRDSRHSRKLILFIV |False False 2.47 2.325 |2.599 2.112 1.65 3.809 2.611
musculus [vesicular FLALLLDNMLLTVVVPIIPSYLYSIKH
amine EKNTTEIQTARPALTASTSESFHSIFS
transporter YYNNSTVFTGNATGGLPGGESPKAT

TTQHTVINTTVPPDCPSEDKDLLNE
NVQVGLLFASKATVQLLTNPFIGLLT
NRIGYPIPMFAGFCIMFISTVMFAFS
SSYAFLLIARSLQGIGSSCSSVAGMG
MLASVYTDDEERGNAMGIALGGLA
MGVLVGPPFGSVLYEFVGKTAPFLV
LAALVLLDGAIQLFVLQPSRVQPESQ
KGTPLTTLLKDPYILIAAGSICFANMG
IAMLEPALPIWMMETMCSRKWQLG
'VAFLPASISYLIGTNIFGILAHKMGR
'WLCALLGMIVVGISILCIPFAKNIYGL
IAPNFGVGFAIGMVDSSMMPIMGYL
VDLRHVSVYGSVYAIADVAFCMGYAI
GPSAGGAIAKAIGFPWLMTIIGIIDIVF
APLCFFLRSPPAKEEKMAILMDHNC
PIKTKMYTQNNVQPYPVGDDEESES
D




