UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular [extracellular [cytosol [nucleus imitochndrion | . | golgi plasma jextracellula
D name sites reticulum  |apparatus membrane [region
Q8BSK8 KS6B1_MOUSE [Mus Ribosomal [27.950964 NaN T252;S394;T412;S434;S441;T444;S (32601203 MRRRRRRDGFYLAPDFRHREAEDM (True False 4.229 |4.589 5.0 2.754 2.009 2.957 2.896
musculus [protein 447;S452 IAGVFDIDLDQPEDAGSEDELEEGGQ
S6 kinase LNESMDHGGVGPYELGMEHCEKFE
beta-1

ISETSVNRGPEKIRPECFELLRVLGK
GGYGKVFQVRKVTGANTGKIFAMKV
LKKAMIVRNAKDTAHTKAERNILEE
IVKHPFIVDLIYAFQTGGKLYLILEYLS
GGELFMQLEREGIFMEDTACFYLAE
ISMALGHLHQKGIITYRDLKPENIMLN
HQGHVKLTDFGLCKESIHDGTVTHT
FCGTIEYMAPEILMRSGHNRAVDW
IWSLGALMYDMLTGAPPFTGENRKK
TIDKILKCKLNLPPYLTQEARDLLKK
LLKRNAASRLGAGPGDAGEVQAHPF
FRHINWEELLARKVEPPFKPLLQSE
EDVSQFDSKFTRQTPVDSPDDSTLS
ESANQVFLGFTYVAPSVLESVKEKFS
FEPKIRSPRRFIGSPRTPVSPVKFSPG
DFWGRGASASTANPQTPVEYPMETS
GIEQMDVTVSGEASAPLPIRQPNSGP
YKKQAFPMISKRPEHLRMNL




