UniprotKB Entry name |organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma
ID name sites reticulum apparatus membra
Q8BSS9 LIPA2_MOUSE [Mus Liprin- [36.610221 NaN S236;T237;5239;5687;5689;S817;S |34678516;35822049;22645316 MMCEVMPTINEDTPMSQRGSQSSG |None None None [None [None None None None
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SDSDSHFEQLMVNMLDERDRLLDT
LRETQESLSLAQQRLQDVIYDRDSL
QRQLNSALPQDIESLTGGLTGSKGA
DPPEFAALTKELNACREQLLEKEEEI
SELKAERNNTRLLLEHLECLVSRHE
RSLRMTVVKRQAQSPSGVSSEVEVL
KALKSLFEHHKALDEKVRERLRVSL
ERVSALEEELAAANQEIVALREQNV
HIQRKMVSSEGSTESEHLEGMEAG
QKVHEKRLSNGSIDSTDDTSQIVELQ
ELLEKQNYEMAQMKERLTALSSRV
GEVEQEAETARKDLIKTEEMNTKYQ
RDIREAMAQKEDMEERITTLEKRYL
SAQRESTSIHDMNDKLENELANKEA
ILRQMEEKNRQLQERLELAEQKLQQ
TMRKAETLPEVEAELAQRIAALTKAE
ERHGNIEERMRHLEGQLEEKNQEL
QRARQREKMNEEHNKRLSDTVDRL
LTESNERLQLHLKERMAALEEKNVL
IQESENFRKNLEESLHDKVSLAEEIE
KLRSELDQMKMRTGSLIEPTISRTHI
DTSTELRYSVGSLVDSQSDYRTTKVI
RRPRRGRMGVRRDEPKVKSLGDHE
WNRTQQIGVLGSHPFESDTEMSDID
DDDRETIFSSMDLLSPSGHSDAQTL
AMMLQEQLDAINKEIRLIQEEKEST
ELRAEEIENRVASVSLEGLNLARVHP
GTSITASVTASSLASSSPPSGHSTPKL
TPRSPAREMDRMGVMTLPSDLRKH
RRKIAVVEEDGREDKATIKCETSPPP
TPRAVRMTHTLPSSYHNDARSSLSA
SLEPDSLGLGSANSSQDSLHKAPKK
KGIKSSIGRLFGKKEKARLGQLRGF
METEAAAQESLGLGKLGTQAEKDRR
LKKKHELLEEARRKGLPFAQWDGPT
VVAWLELWLGMPAWYVAACRANVK
SGAIMSALSDTEIQREIGISNPLHRL
KLRLAIQEMVSLTSPSAPPTSRTPSG
NVWVTHEEMENLTAPAKTKESEEG
SWAQCPVFLQTLAYGDMNHEWIGN
EWLPSLGLPQYRSYFMECLVDARML
DHLTKKDLRVHLKMVDSFHRTSLQ
YGIMCLKRLNYDRKELERRREASQH
EIKDVLVWSNDRVIRWIQAIGLREYA
NNILESGVHGSLIALDENFDYSSLAL
LLQIPTQNTQARQILEREYNNLLALG
TERRLDESDDKNFRRGSTWRRQFPP
REVHGISMMPGSSETLPAGFRLTTT
SGQSRKMTTDVASSRLQRLDNSTVR
TYSC




