UniprotkB Entry name |organism [full name |oglcnacscore o.glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol mucleus mitochndrion en(!oplasmlc golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane region
Q8BUO03 PWP2_MOUSE Mus Periodic  [25.161187 NaN T891;5895;5898;5902 (34887587 MKFAYRFSNLLGTVYRCGNLNFTH [None None None [None None None None None None
musculus [tryptophan DGNSVISPVGNRVTVFDLKNNRSNT
protein 2 LPLATKYNIKCVGLSPDGRLAIIVDEG
homolog GAALLVSLVCRSVLHHFHFKGSVHS

IVSFSPDGRKFVVTKGNIAQMYHAPG
KKREFNAFVLDKTYFGPYDETTCID
IWTDDSKCFVVGSKDMSTWVFGAER
IWDNLIYYALSGHKDAIVACFFESNSL
DLYSLSQDGALCVWQCDTPPEGLRL
KAPRGWKADILQREKEEEEEDEEEG
DRETTIRGKTTPAEQERVGKVKYSRL
IAKYFLNKEGDFNNLTSAAYHKKTHL
LVTGFASGIFHLHELPEFNLIHSLSIS
DQRVASVAINSSGDWIAFGCSGMGQ
LLVWEWQSESYVLKQQGHFNSMVA
LAYSPDGQYIVTGGDDGKVKVWNTL
SGFCFVTLTEHSSGVTGVTFTTTGH
IVIVTSSLDGTVRAFDLHRYRNFRTFT
SPRPTQFSCVAVDSSGEIVSAGAQDS
FEIFVWSMQTGRLLDVLSGHEGPVS
GLCFNPMKSILASASWDKTVRLWD
MFDSWRTKETLTLTSDALAVTFRPD
GAELAVATLNSQITFWDPENAVQVG
SIEGRHDLKTGRKELDKITAKHSAKG
KAFTTLCYSADGQSILAGGMSKFVC
LYHVREQILVKRFELSCNLSLDAME
EFLNRRKMTEFGNLALIDQDAGEEN
GVAVPLPGVRKGDMSSRHFKPEIRV
TSLRFSPTGRCWAATSTEGLLIFSLD
IAQMLFDPFELDTSVTPGRIREALRQ
REFTRAILMAFRLNEKKLAQEALEA
IVPQNEIEVVSTSLPELYVVKVLEFLA
IASFEESRHLEFYLIWTQKLLMSHGQ
RLKSRAGQLLPVVQFLQKGLQRHLD
DVSKLCDWNRFNIQYVLAVSKQRG
MKRTLEPVDTEEDSDASDEDSLHLL
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