}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_a(
name sites sites reticulum |apparatus membrane regio:
Q8BU25 PAMR1_MOUSE [Mus Inactive [49.171928 T267 NaN 32518939;22517741;35822049;408 |MELDRWAQLGLVFLQLLLISSLPRE |False True 0.188 [0.963 [1.028 0.837 False 1.236 5.0
musculus [serine 85482 YITVINEACPGAEWNIMCRECCEYDQ
protease IECLCPGKKEVVGYTIPCCRNEDNEC
PAMR1 DSCLIHPGCTIFENCKSCRNGSWGG

TLDDFYVKGFYCAECRAGWYGGDC
MRCGQVLRASKGQILLESYPLNAHC
EWTIHARPGFIIQLRFGMLSLEFDY
MCQYDYVEVRDGDNSDSPIIKRFCG
NERPAPIRSTGSSLHVLFHSDGSKN
FDGFHAVFEEITACSSSPCFHDGTC
LLDTTGSFKCACLAGYTGQRCENLL
EERNCSDLGGPVNGYKKITEGPGLL
NERHVKIGTVVSFFCNGSYVLSGNE
KRTCQQNGEWSGKQPVCMKACREP
KISDLVRRRVLSMQVQSRETPLHQL
[YSTAFSKQKLQDASTKKPALPFGDLP
PGYQHLHTQVQYECISPFYRRLGSSR
RTCLRTGKWSGRAPSCIPICGKIEST
PSPKTQGTRWPWQAAIYRRTSGVHD
GGLHKGAWFLVCSGALVNERTVVV
AAHCVTELGKATIIKTADLKVVLGKF
YRDDDRDEKSIQNLRVSAIILHPNYD
PILLDTDIAVLKLLDKARISTRVQPIC
LATTRDLSTSFQESHITVAGWNILAD
VRSPGFKNDTLHYGMVRVVDPMLC
EEQHEDHGIPVSVITDNMFCASKDPS
TPSDICTAETGGIAALSFPGRASPEPR
'WHLVGLVSWSYDKTCSNGLSTAFTK
VLPFKDWIERNMK




