
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q8BUH8 SENP7_MOUSE Mus
musculus

Sentrin-
specific
protease
7

25.385059 NaN S12;S13;S25;S434;S435 28528544 MDRARPGRRRASSEIVTEGKRKKSS
PADLQKITKLLTVKSEDVLAQSPLSK
LRGSECWWTRSLRNKVICLDHKKPK
AARGCPPKGLPKRHLRVMLTNVLW
TDLGREFRKTLPRKDANLCAPSKVQ
SDSLPSTSVDSIETCQRLDPLHQSLN
LSERTPRVILTDIRQTELGRKYLKIPP
VTEASLSDTANLKSEQLSSSSDGSLE
SCQSVNHHKSFLSESGPKPSRTGDV
PAKEAACGGQKQGDDGGVTPEMAA
PHPKDFNTGNKGCDYLEEGTSNKN
TSYSYSEMDHTPVSRKRKKRGRSNF
HDSHNSKTSLDKPTEHTKEEENDSS
VSRKLEESGEDSHQDPAPPEGLAPE
SLESEATNLRSFAAGQEPDASAASG
RASSPNKSLESSASSEVSENSSVAVK
GEALTLKEASPPGGSSEESQLLISAE
PIVVSSDEEGPVEHKNSVILKLQPPH
EIMSENQGTSDPQLSELTLGACESV
QVTSELFPYNPDVENISCIKSNSEM
DLKLDFIFTCVYIGKIKGTPKGCVTFT
KKYIKIPFQVSTNEISLTVDTARLKRF
GLWESKDEDHSKRSHAILFLWLSSD
YLQDIQTQLENPMLSQQSKANEFIF
LELNSSISQREELKLKDIMMEISTKN
GNLHLSCPLPWVQALPLFQDLSPQE
ISFLHYYYASASALPTAAGADMKKKS
VSQPSNSDTIKPTYTFLHKQSSGCYS
LSITSSPEEEWQEVRNTGPVQKLIVY
PPPPTKGGLGVTNEDLECLEEGEFL
NDVIIDFYLKYLLLEKASDELVERSHI
FSSFFYKCLTRKENNLTEDNPDLSV
AQRRHRRVRTWTRHINIFNKDYIFV
PVNESSHWYLAVICFPWLEEAVYED
CPQTVSQQFQGQQSQHDHKMTDN
DPHTTSTVSTSAEDSQSTEVNMSVP
KKMCKRPCILILDSLKAASIQNTVQN
LREYLEVEWEVKRKTHREFSKTNM
VDLCPKVPKQDNSSDCGVYLLQYVE
SFFQDPIVNFELPIHLEKWFPRHVIK
TKREDIRELILKLHLQQQKGGSC

True False 1.575 4.436 1.295 1.051 0.894 1.066 0.865


